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Fig. 2. Reactome pathways obtained from the target genes identified in the miRTarBase for the five differentially expressed miRNAs (or their aliases) identified in 
this systematic review. 

J.D. Pereira et al.                                                                                                                                                                                                                               












	microRNAs associated to anthracycline-induced cardiotoxicity in women with breast cancer: A systematic review and pathway a ...
	1 Introduction
	2 Materials and methods
	2.1 Search strategy
	2.2 Inclusion and exclusion criteria
	2.3 Study selection and data extraction
	2.4 Quality assessment of bias for each study
	2.5 Target gene search and pathway analysis

	3 Results
	3.1 Study selection
	3.2 Study characteristics and quality assessment
	3.3 Differentially expressed miRNAs in breast cancer patients with anthracycline-induced cardiotoxicity and non-cardiotoxicity
	3.4 Pathway analysis of target genes for the five differentially expressed miRNAs

	4 Discussion
	5 Conclusion
	Declaration of Competing Interest
	Acknowledgments
	Appendix A Supplementary data
	References


