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A B S T R A C T   

Introduction: NBOMes and NBOHs are psychoactive drugs derived from phenethylamines and 
have hallucinogenic effects due to their strong agonism to serotonin 5-HT2A receptors. Although 
cases of toxicity associated with the recreational use of substituted phenethylamines are 
frequently reported, there is a lack of information on the possible neurotoxic effects of NBOMe 
and NBOH in the brain hippocampus, a major neurogenesis region. 
Objectives: This study aimed at assessing the phenotypic and molecular effects of prolonged 
exposure of the hippocampus to the drugs 25H-NBOMe and 25H-NBOH. 
Methods: The ex vivo organotypic culture model of hippocampal slices (OHC) was used to 
investigate, by immunofluorescence and confocal microscopy, and transcriptome analyses, the 
mechanisms associated with the neurotoxicity of 25H-NBOMe and 25H-NBOH. 
Results: Reduction in the density of mature neurons in the OHCs occurred after two and seven 
days of exposure to 25H-NBOMe and 25H-NBOH, respectively. After the withdrawal of 25H- 
NBOMe, the density of mature neurons in the OHCs stabilized. In contrast, up to seven days 
after 25H-NBOH removal from the culture medium, progressive neuron loss was still observed in 
the OHCs. Interestingly, the exposure to 25H-NBOH induced progenitor cell differentiation, 
increasing the density of post-mitotic neurons in the OHCs. Corroborating these findings, the 
functional enrichment analysis of differentially expressed genes in the OHCs exposed to 25H- 
NBOH revealed the activation of WNT/Beta-catenin pathway components associated with neu
rogenesis. During and after the exposure to 25H-NBOMe or 25H-NBOH, gene expression patterns 
related to the activation of synaptic transmission and excitability of neurons were identified. 
Furthermore, activation of signaling pathways and biological processes related to addiction and 
oxidative stress and inhibition of the inflammatory response were observed after the period of 
drug exposure. 
Conclusion: 25H-NBOMe and 25H-NBOH disrupt the balance between neurogenesis and neuronal 
death in the hippocampus and, although chemically similar, have distinct neurotoxicity 
mechanisms.   
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1. Introduction 

Over the years, several new psychoactive substances (NPS) have been synthesized and became alternatives to the use of lysergic 
acid diethylamide (LSD) and other amphetamines. Classic psychedelics act as agonists of the serotonin 2A receptor (5-HT2AR) 
generating hallucinogenic effects that include euphoria, changes in perception, increased sensitivity of the senses and a greater feeling 
of empathy [1]. 

According to their structure, they were divided into two families, the indoleamines and the phenylalkylamines. In the latter, there is 
the group of phenylethylamines that includes substances such as mescaline and 2C. From substitutions in the molecular structure of 
phenylethylamines and the addition of a benzyl group, with 2C molecules as an intermediate, N-Benzylphenethylamines, such as 25X- 
NBOMe and 25X-NBOH, were synthesized. In this context, the “X” indicates the substitutions at the 4th carbon of the phenethylamine 
aromatic ring, usually Bromine (25B-NBOMe) or Iodine (25I-NBOMe) and the “OMe” (25X-NBOMe) or “OH” (25X-NBOH) indicates 
the substitutions at the benzyl group [2]. 

Substances of the NBOMe class have been used for pharmacological and neuroimaging studies of serotonin receptors. However, the 
illicit recreational use of these drugs imposes several challenges to public health. NBOMes/NBOHs can be sold as a powder, in solution, 
or in blotter paper for oral administration, the latter being the most common. Toxicity associated with the use of NBOMes and NBOHs 
has been reported and symptoms include panic, fear, confusion, hallucinations, tachycardia, hypertension, agitation, aggression, 
convulsions and hyperthermia, in addition to the occurrence of deaths, mainly associated with the use of 25I-NBOMe [1,3,4]. How
ever, only a few studies have sought to understand the mechanisms of toxicity of these drugs. A previous work has shown that the 
25H-NBOH and 25H-NBOMe are highly toxic to zebrafish embryos in vivo, causing malformation and lethal effects associated with the 
ability of these substances to bind to DNA [5]. A similar effect was reported to 25C-NBOMe in Artemia salina and zebrafish [6]. 

The hippocampus is a structure of the central nervous system (CNS) that makes up the limbic system and plays a crucial role in the 
development of spatial memories, contributing to the formation of a cognitive map of the environment and context-dependent memory 
[7,8]. Furthermore, the hippocampus is one of the few brain regions where neurogenesis occurs in postnatal life. This study aimed at 
assessing the effects of prolonged exposure to the drugs 25H-NBOMe and 25H-NBOH on the balance between neurogenesis and 
neuronal death in the CNS using the organotypic hippocampal culture (OHC) model, which preserves several aspects of tissue ar
chitecture, such as the diversity and their interactions [9–11]. 

2. Material and methods 

2.1. Animals 

Neonate Wistar rats (7 days old) were used for the production of organotypic hippocampal cultures (OHC). The animals were 
obtained from the Institute of Science and Technology in Biomodels of FIOCRUZ and transferred to the experimental bioterium at 
Instituto René Rachou with a lactating female the day before the experiment. Water and food were provided ad libitum, and the 
animals were maintained under light/dark cycles of 12–12 h and at controlled temperature and humidity (20–26 ◦C, 40–60%, 
respectively). This study was approved by the Ethics Committee on the Use of Animals of FIOCRUZ (license LW-23/17). 

2.2. Organotypic hippocampal cultures 

The OHCs were prepared according to the method described by Stoppini et al. [12] with modifications. After euthanasia by 
decapitation, the brains were removed and the hippocampi were dissected in culture medium (consisting of MEM Eagle + HEPES 
medium (Vitrocell Embriolife, Campinas, Brazil) plus 25% Hanks balanced solution 1× (Sigma, Basel, Switzerland)), cooled to 4 ◦C. 
Then, the hippocampi were sliced at 400 μm using a McIlwain tissue chopper (Mickle Laboratory Engineering Co Ltd, Gomshal, UK). 
Six slices from different animals were placed onto each PICM0RG50 organotypic culture insert (Merck Millicell, Darmstadt, Germany) 
in a six-well culture plate. During the first week, the OHCs were cultured in 1 mL of culture medium plus 25% heat-inactivated equine 
serum (Bio Nutrientes do Brasil Ltda., Barueri, Brazil). From the beginning of the second week, culture medium without equine serum 
was used. During the entire experiment, the OHCs were incubated in a humidified atmosphere containing 5% CO2 at 37 ◦C, changing 
half the volume of medium every 2 or 3 days. After the stabilization phase (14 days), the OHCs were further incubated with culture 
medium containing 0.5 μM 25H-NBOMe or 25H-NBOH or culture medium without these drugs (CTRL) for 2, 4 or 7 days (endpoints 2, 4 
and 7). 25H-NBOMe and 25H-NBOH were synthesized and characterized in a previous work [13]. For endpoints 9 and 14, after 7 days 
of culture, the medium was replaced with a new drug-free medium and the OHCs were incubated for another 2 or 7 days. 

2.3. Immunofluorescence 

The OHCs were immunostained following the method described by Gogolla et al. [14] with adaptations. At the end of each 
experiment, the OHCs were processed for immunostaining incubating them as follows: ice-cold 4% paraformaldehyde (PFA) (pH 7.2) 
for 5 min, ice-cold 20% methanol in phosphate-buffered saline (PBS) 1× for 5 min, 0.05% Tween in PBS 1× overnight, and bovine 
serum albumin (BSA) 20% in PBS 1× overnight. Washes with 1× PBS were performed between incubations. The OHCs were removed 
from the inserts and incubated overnight with Cy3 conjugate anti-NeuN antibody (1:100, ABN78C3, Merck), to determine the density 
of mature neurons or anti-NeuroD1 (1:500, AB60704, Abcam) for post-mitotic immature neurons. To the latter, additional incubation 
(4 h) with a secondary antibody, Alexa Fluor 488 fluorophore conjugate anti-mouse IgG (1:20,000, A10684, ThermoFisher), was 
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performed. Finally, the OHCs were labeled with 4′,6′-diamino-2-phenylindole (DAPI) (1 μg/mL, ThermoFisher) and slides were 
mounted with ProLong Diamond Antifade Mountant (ThermoFisher). 

2.4. Confocal microscopy 

Images of the OHCs were captured with a Nikon Eclipse Ti confocal microscope (Nikon, Tokyo, Japan) using a 488/561 fluores
cence filter. Stacks of z-series images (~12 optical images with 2.79 μm thickness each) were obtained at 10× magnification, looking 
for representative areas with greater cellular tissue coverage. The threshold parameters of each laser were adjusted using a negative 
control stained with DAPI or DAPI and a secondary antibody, to remove background noise and tissue autofluorescence. For repre
sentative photos of details of the OHCs, magnifications of 60× or 100× were used. 

The images were analyzed using the NIS-Elements Analysis software (Nikon). The channels corresponding to the NeuN+, Neu
roD1+ and DAPI+ markings were treated with the Noise Reduction, Gauss-Laplace Sharpen and Local Contrast tools. The total tissue area 
was determined by creating an automatic binary mask from the channel with DAPI+ fluorescence, and delimiting the tissue-filled 
spaces with the Region of Interest Manager (ROI) tool. For counting mature neurons, a binary mask was created based on the DAPI+
field, where only Cy3 channel signal (corresponding to NeuN+ labeling) with fluorescence threshold >10 A U were selected, and 
individual cell nuclei were counted. The mature neuron density of each OHC was calculated dividing the NeuN+ cell count by the 
tissue area (mm2). For immature postmitotic neurons counting, a binary layer was created from the NeuroD1+ and DAPI+ labeling, 
selecting only elements with a fluorescence threshold >10 A U. The value of the selected area was normalized by the tissue area 
(NeuroD1+ and DAPI+/mm2). 

Fig. 1. 25H-NBOMe and 25H-NBOH induce distinct phenotypes in organotypic hippocampal cultures. Effect of 25H-NBOMe or 25H-NBOH on the 
density of mature neurons (A) and progenitor cells (B) in organotypic hippocampal cultures. Group means were compared using the two-way 
ANOVA test followed by Tukey’s multiple comparison test. Data are represented as means and standard deviations. N: CTRL 2D and 7D = 4; 
CTRL 14D = 5; 25H-NBOMe 2D, 7D and 14D = 4; 25H-NBOH 2D and 7D = 4; 25H-NBOH 14D = 7. *P < 0,05; **P < 0,01, ***P < 0,001 and ****P 
< 0,0001. (C) Representative micrographs (10x) at endpoint 14D. Scale bar = 100 μm. Abbreviations: 2D = endpoint 2 (two days with the drug in 
the culture medium); 7D = endpoint 7 (seven days with the drug in the culture medium); 14D = endpoint 14 (seven days with the drug in the culture 
medium and additional seven days without the drug). 
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2.5. RNA-seq 

Total RNA from three pools of three OHCs from each group (CTRL, 25H-NBOMe and 25H-NBOH) at endpoints 4 and 9 (total 18 
samples) was extracted using the miRNeasy Mini kit (217004, Qiagen, Hilden, Germany), according to the manufacturer’s instructions. 
All samples had their RNA quantified by fluorometry using the Qubit RNA HS Assay kit (Q32852, Invitrogen, Carlsbad, CA) and the 
Qubit 2.0 Fluorometer (Invitrogen) and evaluated for purity with the NanoDrop (ThermoFisher). 

The cDNA libraries were produced using the TruSeq Stranded mRNA kit (Illumina, San Diego, CA) and the indexed fragments were 
sequenced with a NextSeq 500 (Illumina, San Diego, CA) and a TG NextSeq 500/550 High Output v2 Kit (Illumina, San Diego, CA). 

2.6. Bioinformatics analysis 

The raw reads were processed with the Trimmomatic software [15], removing adapters, low-quality bases or very short reads (less 
than 36nt). The filtered reads were aligned to the Rattus norvegicus reference genome (release 94) using the STAR (Spliced Transcripts 
Alignment to a Reference) software [16] and only reads mapped to a single genome site were used to calculate the number of reads and 
the value of reads per kilobase of transcript per million reads mapped (RPKM) [17] for each gene. Contrast analysis between groups 
CTRL vs 25H-NBOMe at endpoint 4 (contrast 1), CTRL vs 25H-NBOH at endpoint 4 (contrast 2), CTRL vs 25H-NBOMe at endpoint 9 
(contrast 3), and CTRL vs 25H- NBOH at point 9 (contrast 4) were performed with the DESeq2 package [18]. Genes with Log2 Fold 
Change equal to or greater than 0.58 (positive or negative) and P-value less than 0.05 in the False Discovery Rate Analysis (FDR) were 
considered differentially expressed (DEG). Functional enrichment analysis of DEGs was performed with Metacore software (Clarivate 
Analytics, London, UK) using standard parameters. 

2.7. Statistical analysis 

Statistical analyzes were performed with GraphPad Prism software (version 8.0.2) (GraphPad Software Inc., Irvine, CA). Data were 
evaluated for normality using the Anderson-Darling, D’Agostino & Pearson, Shapiro-Wilk and Kolmogorov-Smirnov tests. For com
parisons that involved analyzing the effect of two factors (e.g., drug and exposure time), two-way analysis of variance (ANOVA) with 
Tukey’s multiple comparison post-test was used. Differences with P value less than 0.05 were considered statistically significant. 

Fig. 2. Differentially expressed genes in organotypic hippocampal cultures treated with 25H-NBOMe or 25H-NBOH compared to controls with no 
drug. Abbreviations: 4D = endpoint 4 (four days with the drug in the culture medium); 9D = endpoint 9 (seven days with the drug in the culture 
medium and additional two days without the drug); up = upregulated; down = downregulated. 
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3. Results 

3.1. Drug-induced phenotypic changes 

To evaluate the effects of 25H-NBOMe and 25H-NBOH on neuron density in the hippocampus, phenotypic time series analysis was 
performed using immunofluorescence and confocal microscopy. A significant decrease in the density of mature neurons, expressing the 
NeuN protein, was observed in the OHCs from the second day of culture with 25H-NBOMe and from the seventh day of culture with 
25H-NBOH in relation to the control group. Even seven days after removing the drugs from the culture medium, the neuronal density of 
the OHCs remained lower than that of the control group. However, the neurotoxic effect of 25H-NBOH persisted even after drug 
removal from the OHC culture medium (Fig. 1A). 25H-NBOH induced an increase in the differentiation of progenitor cells in post
mitotic neurons, expressing NeuroD1, in OHCs. Although this induction occurred only in the presence of 25H-NBOH, the increased 
density of postmitotic neurons in OHCs was maintained even seven days after drug removal from the culture medium (Fig. 1B). In 
contrast, 25H-NBOMe did not affect the density of postmitotic neurons expressing NeuroD1. These results show that, although 
chemically similar, the two drugs induce different neurodegenerative profiles. It is important to highlight that the OHCs did not present 
significant variations in their total area throughout the time series, indicating that the changes observed in the density of mature and 
post-mitotic neurons were not due to tissue distention. 

3.2. Transcriptional profile 

To elucidate the molecular mechanisms underlying the phenotypic changes induced by 25H-NBOMe and 25H-NBOH, the effects of 
these two drugs on global gene expression in OHC cells were evaluated by RNA-Seq. To identify differentially expressed genes (DEG), 
the following contrasts were analyzed: 1) CTRL vs 25H-NBOMe at endpoint 4; 2) CTRL vs 25H-NBOH at endpoint 4; 3) CTRL vs 25H- 
NBOMe at endpoint 9; and 4) CTRL vs 25H-NBOH at endpoint 9. In OHCs cultured with 25H-NBOMe, 266 DEGs (240 upregulated and 
26 downregulated) were found in contrast 1 and 229 DEGs (132 upregulated and 97 downregulated) in contrast 3. In OHCs cultured 
with 25H-NBOH, 351 DEGs (279 upregulated and 72 downregulated) were found in contrast 2 and 228 DEGs (72 upregulated and 156 
downregulated) in contrast 4 (Fig. 2). 

Fig. 3. 25H-NBOMe and 25H-NBOH effects in transcriptional signatures of organotypic hippocampal cultures. Effect of 25H-NBOMe or 25H-NBOH 
on transcriptional signature of organotypic hippocampal cultures after 4 (A) or 9 days (B). Dashed line indicates the threshold P value for statistical 
significance (0.01). Only the top 10 differentially affected pathways or networks in each contrast were used for comparisons. Abbreviations; 4D =
endpoint 4 (four days with the drug in the culture medium); 9D = endpoint 9 (seven days with the drug in the culture medium and additional two 
days without the drug); up = upregulated; down = downregulated. 

L.M.G. Cassiano et al.                                                                                                                                                                                                



Heliyon 9 (2023) e17720

6

The functional enrichment analysis of the DEGs identified in the contrasts revealed the activation of mechanisms related to synaptic 
transmission and excitability of neurons in OHCs cultured with 25H-NBOMe and 25H-NBOH at endpoints 4 and 9 (Fig. 3 and Sup
plementary Materials 1 to 6). However, these mechanisms appear less active in OHCs cultured with 25H-NBOH when compared to 
25H-NBOMe at endpoint 9 (Fig. 3 and Supplementary Material 6). At endpoint 4, both drugs regulated progenitor cell differentiation 
by either inhibiting (25H-NBOMe) or activating (25H-NBOH) gene expression in the WNT/Beta-catenin pathway (Fig. 3 and Sup
plementary Materials 1 to 3). At endpoint 9, both drugs activated the expression of genes related to addiction, oxidative stress and 
neurogenesis, and inhibited genes related to the inflammatory response (Fig. 3 and Supplementary Materials 5 and 6). 

4. Discussion 

The substituted phenethylamines of the NBOMe and NBOH classes quickly spread as recreational drugs because they have a much 
lower production cost than traditional hallucinogenic drugs. As with other psychedelics, the effects of substituted phenethylamines can 
vary according to an individual’s mental health and social environment. However, the use of these drugs offers much greater risks, 
such as tachycardia, high blood pressure, seizures, aggressiveness, metabolic acidosis, anxiety, and, in cases of overdose, it can lead to 
death [19]. This is the first work to investigate the effects of prolonged exposure of the hippocampus, the main CNS structure 
responsible for memory consolidation and post-embryonic neurogenesis, to substituted phenethylamines. 

The main mechanism mediated by genes overexpressed in OHCs on the fourth day of culture with 25H-NBOMe or 25H-NBOH was 
synaptic signaling (Fig. 3 and Supplementary Materials 1 to 3). Processes such as the excitability of neurons and increased synaptic 
levels of NMDA receptors were activated in OHCs exposed to drugs. These findings corroborate previous reports on the impact of others 
NBOMe derivatives in synaptic transmission. For instance, it has already been shown that 25C-NBOMe to increase the excitability of 
pyramidal neurons in orbitofrontal cortex of adult rats [20]. Other studies reported that 25B-NBOMe and 25I-NBOMe increase the 
release of excitatory neurotransmitters in rat cortex, striatum, and nucleus accumbens [21,22]. In the present study, the synaptic 
transmission induction cascade appears to be mediated by inhibition of the transcription factor GATA-1, which was predicted to be an 
upstream regulator in contrasts 1 and 2 (Supplementary Material 3). The downregulation of this transcription factor favors the 
activation of several genes necessary for the formation of synaptic connections [23]. 

According to a study by Poklis et al. [24], substituted phenethylamines are 5-HT2A serotonin receptor agonists. These receptors 
mediate physiological processes such as neuronal excitation (probably responsible for psychedelic effects), learning, memory, anxiety, 
vasoconstriction/vasodilation, and platelet aggregation [25,26]. Activation of the 5-HT2A receptor with LSD-like agonists also pro
duces potent anti-inflammatory effects through the inhibition of TNF-alpha [27,28]. In the present study, on the fourth day of culture 
with 25H-NBOMe or 25H-NBOH, several genes related to the immune response were downregulated, indicating that substituted 
phenethylamines may also have an anti-inflammatory effect similar to LSD. It has already been reported that 25I–NBOMe exposure 
reduces the number of microglia and astrocytes in the rat cortex [29]. Notably, NBOH derivates are the most selective, potent, and 
highly efficacious 5-HT2A receptor agonists developed to date [30–32]. This could explain why the anti-inflammatory effect was 
stronger in OHCs treated with 25H-NBOH than 25H-NBOMe at the nineth day (Fig. 3 and Supplementary Materials 4–6). 

On the fourth day of culture, OHCs subjected to 25H-NBOMe showed a gene expression profile unfavorable to the differentiation of 
progenitor cells through the inhibition of elements of the WNT/Beta-catenin pathway such as TCF7, TCF4 (predicted) and SOX18 
(Supplementary Material 1) [33,34]. The results also indicated the activation of the enzyme EZH2 (Supplementary Material 1), 
responsible for the addition of methyl groups to the lysine 27 of histone H3 [35]. The activation of this enzyme would regulate the 
neurogenesis reduction cascade, inhibiting gene expression through the formation of heterochromatin [36]. Accordingly, the derivate 
25I-NBOMe has also been shown to decrease the density of post-mitotic cells in the rat hippocampus, indicating impaired neurogenesis 
in this brain region [37]. Regarding the OHCs treated with 25H–NBOH, after four days of culture, an inverse mechanism was observed, 
with the activation of elements of the WNT/Beta-catenin pathway and the activation of the NeuroD1 (predicted) and NeuroD6 genes, 
favoring neurogenesis (Material Supplementary 2). In this regard, Tsybko and cols [38], demonstrated that 25CN-NBOH increases the 
mRNA levels of Bdnf, that positively regulates the proliferation and differentiation of neural cells, in the hippocampus. Together, these 
gene expression profiles corroborate the density phenotypes of mature neurons (NeuN+) and post-mitotic neurons (Neurod1+) of 
OHCs treated with substituted phenethylamines (Fig. 1). 

Even after removing the drugs from the culture medium, the mechanisms of synaptic transmission and excitability of OHC neurons 
remained activated, as observed on the ninth day of culture (Fig. 3 and Supplementary Materials 4 to 6). However, these mechanisms 
appear to be much more active in OHCs exposed to 25H-NBOMe (Fig. 3 and Supplementary Material 6). This may be, in part, because 
25H-NBOH induces the formation of new neurons that, seemingly, do not advance in the process of cell differentiation, maintaining the 
phenotype of immature neurons (Neurod1+) without increasing the density of mature neurons expressing the NeuN protein (Fig. 1). 

Four mechanisms stood out when the differentially expressed genes were analyzed after the removal of 25H-NBOMe and 25H- 
NBOH from the culture media: 1) Increased expression of genes from the LRRK2 pathway in neurons in Parkinson’s disease (Fig. 3 
and Supplementary Material 6) - the Lrrk2 gene controls neuronal processes such as reuptake of synaptic proteins, plasticity and 
development of dendritic spines, in addition to being an important molecular substrate responsible for the consolidation of compulsive 
ethanol consumption [39]; 2) Increased expression of genes related to neurogenesis (Supplementary Material 6) - these findings 
corroborate the results of immunofluorescence analyzes for NeurodD1 of OHCs exposed to 25H-NBOH (Fig. 1B); 3) Increased 
expression of genes related to oxidative stress (Fig. 3 and Supplementary Material 6); 4) Decreased expression of genes related to the 
inflammatory response, being more expressive in OHCs exposed to 25H-NBOH (Fig. 3 and Supplementary Material 6). FOXP3, an 
important transcription factor in the development and function of regulatory T cells [40], was predicted as an upstream regulator of 
the decrease in the immune response in OHCs exposed to 25H-NBOMe (Fig. 3 and Supplementary Material 4). 
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An inherent constraint of the OHC model lies in its inadequacy to assess the systemic effects of the drugs on the entire organism, 
which includes the interaction with the blood-brain barrier. It is also noteworthy that there may be variations in individual response to 
the drugs due to differences in mental health and social environment. Additionally, any extrapolation of the study’s results to the 
human hippocampus must be approached with caution. Further investigations into the impact of these drugs on other brain regions are 
warranted and may shed additional light on the neurotoxicity of 25H-NBOMe and 25H-NBOH. Another limitation of this study was the 
use of a single dose of drugs (0.5 μM). While previous studies testing NBOMs in vitro employed much higher concentrations (25–400 
μM) [41,42], the dose tested in the present study is high compared to expected levels in humans. NBOMe-linked toxicities have been 
reported in patients with serum drug concentrations as low as 0.180 ng/mL (~0.0005 μM) [43]. 

5. Conclusion 

Although structurally similar, the substituted phenethylamines 25H-NBOMe and 25H-NBOH showed different toxicity mecha
nisms. Phenotypic and molecular analyzes revealed a milder profile of the effects of 25H-NBOH, and it was also able to induce 
neurogenesis, although without complete differentiation of new neurons that maintained the immature phenotype (Neurod1+). In 
turn, 25H-NBOMe induced neurodegeneration earlier than 25H-NBOH and activated genes related to epigenetic mechanisms that 
inhibit neurogenesis. Both drugs stimulated mechanisms of synaptic transmission and excitability of neurons, which remained acti
vated even after the exposure period. Inflammatory response genes had their expression reduced during and after the drug exposure 
period, suggesting their anti-inflammatory effect. Interestingly, after the period of exposure of OHCs to 25H-NBOMe or 5H-NBOH, 
genes related to addiction had their expression increased. 
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